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1.3 Gene Set Enrichment Analysis
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1.4 Over Representation Analysis
1.4.1 M1

M1
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WOUND_HEALING -
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1.4.2 M2
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REGULATION_OF_CELL_PROLIFERATION -

NEGATIVE_REGULATION_OF_CELL_PROLIFERATION -
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INFLAMMATORY_RESPONSE -

BEHAVIOR -
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IMMUNE_SYSTEM_DEVELOPMENT -
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1.4.3 M3
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ACTIN_FILAMENT_BASED_PROCESS -
REGULATION_OF_TRANSPORT =
REGULATION_OF_NUCLEOCYTOPLASMIC_TRANSPORT -
ACTIN_FILAMENT_ORGANIZATION -

NITROGEN_COMPOUND_CATABOLIC_PROCESS -

0.0 0.5 10 15 2.0
—log10(adjusted p—value)

15



1.4.4 M4
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1.4.5 M5
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1.4.6 M6
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1.4.7 M7
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1.4.8 MS8

M8

POSITIVE_REGULATION_OF_BINDING =
POSITIVE_REGULATION_OF_DNA_BINDING -
POSITIVE_REGULATION_OF_TRANSCRIPTION_FACTOR_ACTIVI... =
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1.4.9 M9

M9
IMMUNE_SYSTEM_PROCESS -
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HEMOPOIETIC_OR_LYMPHOID_ORGAN_DEVELOPMENT -
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1.4.10 M10
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1.4.11 M11

DEFENSE_RESPONSE -

M11

IMMUNE_RESPONSE -

IMMUNE_SYSTEM_PROCESS -

AXONOGENESIS - 4
POSITIVE_REGULATION_OF_DEFENSE_RESPONSE - 3
POSITIVE_REGULATION_OF_CYTOKINE_SECRETION = 2
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NEURITE_DEVELOPMENT -

CELLULAR_MORPHOGENESIS_DURING_DIFFERENTIATION =

2 4
-log10(adjusted p—value)
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1.4.12 M12

M12

1
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REGULATION_OF_BIOLOGICAL_QUALITY -
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1.4.13 M13

M13

IMMUNE_SYSTEM_PROCESS -
PROTEIN_AMINO_ACID_DEPHOSPHORYLATION -
ACTIVATION_OF_IMMUNE_RESPONSE -
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DEPHOSPHORYLATION -
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1.4.14 Mil4
M14

REGULATION_OF_BIOLOGICAL_QUALITY -

HEMOSTASIS -
ENZYME_LINKED_RECEPTOR_PROTEIN_SIGNALING_PATHWAY -
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REGULATION_OF BODY_FLUID_LEVELS -
ACTIN_FILAMENT_POLYMERIZATION -
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SPERM_MOTILITY -

COFACTOR_TRANSPORT -
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1.4.15 M15
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IMMUNE_RESPONSE -
IMMUNE_SYSTEM_PROCESS -

HUMORAL_IMMUNE_RESPONSE -

CELL_ACTIVATION -
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REGULATION_OF_IMMUNE_SYSTEM_PROCESS -
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POSITIVE_REGULATION_OF_IMMUNE_SYSTEM_PROCESS -
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1.4.16 M16

M16

KERATINOCYTE_DIFFERENTIATION -
REGULATION_OF_TRANSCRIPTION_FROM_RNA_POLYMERASE_II... -
TISSUE_DEVELOPMENT -
TRANSCRIPTION_FROM_RNA_POLYMERASE_Il_PROMOTER -
TISSUE_REMODELING -

BONE_REMODELING -
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REGULATION_OF_TRANSCRIPTIONDNA_DEPENDENT -
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1.4.17 M17

M17

PHOSPHOINOSITIDE_MEDIATED_SIGNALING -

G_PROTEIN_SIGNALING_COUPLED_TO_IP3_SECOND_MESSENGE... -
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CYTOKINE_BIOSYNTHETIC_PROCESS -

REGULATION_OF_CYTOKINE_BIOSYNTHETIC_PROCESS -

POSITIVE_REGULATION_OF_TRANSLATION -

POSITIVE_REGULATION_OF_CYTOKINE_BIOSYNTHETIC_PROCE... =

RNA_CATABOLIC_PROCESS -

POSITIVE_REGULATION_OF_CELLULAR_PROTEIN_METABOLIC_... =

CYTOKINE_PRODUCTION =

1 1 1
0.0 0.5 1.0

1
15

2.0
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1.4.18 Not.Correlated

Not.Correlated
STEROID_HORMONE_RECEPTOR_SIGNALING_PATHWAY =
PROTEIN_POLYMERIZATION =
CARBOHYDRATE_TRANSPORT -
REGULATION_OF_CELLULAR_COMPONENT_SIZE -
ACTIN_FILAMENT_POLYMERIZATION =
REGULATION_OF_ACTIN_FILAMENT_LENGTH -
MAINTENANCE_OF_PROTEIN_LOCALIZATION =
REGULATION_OF_ACTIN_POLYMERIZATION_AND_OR_DEPOLYME... =
REGULATION_OF_PROTEIN_POLYMERIZATION =

NEGATIVE_REGULATION_OF_CYTOSKELETON_ORGANIZATION_A... =

00 05 10 15 20
-log10(adjusted p—value)
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1.5 Interaction Network
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